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Apostolides, M., et al. Clinical Implementation of MetaFusion for Accurate Cancer-Driving Fusion
Detection from RNA Sequencing. The Journal of Molecular Diagnostics 25, 921-931, (2023), DOI:
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Butzmann, A., et al. A comprehensive analysis of RHOA mutation positive and negative
angioimmunoblastic T-cell lymphomas by targeted deep sequencing, expression profiling and single cell
digital image analysis. International Journal of Molecular Medicine 46, 1466-1476, (2020), DOI:
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Butzmann, A., et al. Mutations in JAK/STAT and NOTCH1 genes are enriched in post-transplant
lymphoproliferative disorders. Frontiers in Oncology 11, 790481, (2022), DOI: 10.3389/fonc.2021.790481
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Chen, C., et al. Prediction of survival of HPV16-neqgative, p16-negative oral cavity cancer patients using a
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10.1016/j.oraloncology.2019.104487 (RNAstorm™  FFPE tissue)

RNAstorm™ and DNAstorm™ References Page 2 of 5


https://doi.org/10.1530/ERC-21-0226
https://doi.org/10.1530/ERC-21-0226
https://pubmed.ncbi.nlm.nih.gov/34837284/
https://pubmed.ncbi.nlm.nih.gov/34837284/
https://www.ncbi.nlm.nih.gov/pubmed/35320356
https://www.ncbi.nlm.nih.gov/pubmed/35320356
https://doi.org/10.1101/2023.10.18.562802
https://doi.org/10.1016/j.xgen.2022.100177
https://doi.org/10.1016/j.xgen.2022.100177
https://doi.org/10.3390/cells12151944
https://doi.org/10.3390/cells12151944
https://doi.org/10.1016/j.jmoldx.2023.09.002
https://doi.org/10.1016/j.jmoldx.2023.09.002
https://pubmed.ncbi.nlm.nih.gov/34883532/
https://pubmed.ncbi.nlm.nih.gov/34883532/
https://pubmed.ncbi.nlm.nih.gov/33071215/
https://pubmed.ncbi.nlm.nih.gov/33071215/
https://doi.org/10.1016/j.atherosclerosis.2021.06.927
https://doi.org/10.1101/2020.06.02.130096
https://doi.org/10.1101/2020.06.02.130096
https://pubmed.ncbi.nlm.nih.gov/32945366/
https://pubmed.ncbi.nlm.nih.gov/32945366/
https://pubmed.ncbi.nlm.nih.gov/32945366/
https://pubmed.ncbi.nlm.nih.gov/35111674/
https://pubmed.ncbi.nlm.nih.gov/35111674/
https://www.ncbi.nlm.nih.gov/pubmed/31835136
https://www.ncbi.nlm.nih.gov/pubmed/31835136

Depoilly, T., et al. Inmunophenotypic and molecular characterization of pancreatic neuroendocrine
tumors producing serotonin. Modern pathology 35, 1713-1722, (2022), DOI:10.1038/s41379-022-01110-x
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Rifai, O. M., et al. Random forest modelling of neuropathological features identifies microglial activation
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(RNAstorm™ RT-gPCR, U87 cells)

CELLDATA RNAstorm™ Fresh Cell and Tissue RNA Isolation Kit
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